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INTRODUCTION

When I was a student at university, my major field of study was Electrical
Engineering. I did not specialize in chemistry in my studies at university, and
my knowledge of chemistry overall was somewhat less than rich. Under those
circumstances, upon entering the company, I applied myself wholeheartedly
to the study of chemistry to challenge and overcome a barrier in analytical
chemistry considered to be impenetrable. [ am, of course, very pleased to re-
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Peptide mapping
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MALDI

m lonizacao robusta

m Espectros simples (1 carga)
m Limite de deteccao (amol)
mm/z > 1000
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The grant from NSF in 1960 started us on the road that led to Stockholm 1n
2002. Co-Principal Investigator, Michel Boudart was then hosting Jacques
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Analisadores de Massa

m Paul’s trap
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http://nobelprize.org/nobel_prizes/physics/laureates/1989/paul.html
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ESI — Proteina (15 kDa)
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ESI — Peptide mapping
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Algoritmos e software...

m Charge deconvolution
Maximum entropy methods

m Average / Monoisotopic
m/z
SNAP



ESI

m lonizacao sensivel a contaminantes
m Espectros muito complexos (m/z>1)
m Mantém interaccdes nao covalentes
m Supressao de sinal
m Optimizacao de condicoes

pH

Solvente

Concentracao



Conceltos

Fundamentais!
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Resolving power
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